The complete mitochondrial genome of the jumping spider Telamonia vlijmi (Araneae: Salticidae).
The complete mitochondrial genome of a jumping spider Telamonia vlijmi was sequenced and its total length is 14,601 bp, with A 35.5%, T 41.8%, C 8.7%, and G 14.0%. Among protein-coding genes, two genes (CO1 and Cytb) start with TTA, uncommon in invertebrate mitogenomes. The standard cloverleaf secondary structure was found in 10 tRNA genes and TV-replacement loop was not found in the other 12 tRNA genes.